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Comparison of csd gene polymorphism between artificially bred
high royal jelly producing honeybee and native Italy honeybee
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Abstract: In this study artificially bred high jelly producing honeybees were used as the experimental mate—
rial.Genome DNA was extracted from each honeybee sample for PCR amplification of the ¢sd region 3 PCR prod—
ucts were cloned and sequenced.Finally 13 csd haplotypes were obtained.The difference in the polymorphism of
csd gene between high royal jelly producing honeybee and native Italy honeybee was compared. The results
showed that the nucleotide diversity ( ) values of csd in these two strains are 0.057 85+0.004 92 and 0.043 80
+0.005 75 respectively.Z test indicated that there is no significant difference between the 1 values of these two
strains.Phylogenetic tree showed that csd haplotypes do not form two branches reflecting the two strains.Rather
they are well mixed among each other.The Fst distance between high royal jelly producing honeybee and native
Italy honeybee is 0.036 9 indicating a weak genetic differentiation between these two strains.These results indica—
ted that artificial selection has no effect on the polymorphism of csd gene in high royal jelly producing honeybees.
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Fig.1 Haplotpyes and variable sites in the region 3 of csd gene from high royal jelly producing honeybee
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1 csd 3
Tab.1 Nucleotide diversity of haplotypes in the region 3 of csd from the high royal
jelly producing honeybee and the native Italy honeybee

(m)
Honeybee strain Haplotype number Nucleotide diversity
13 0.057 85+0.004 92
High royal jelly producing honeybee
. 7 0.043 80+0.005 75
Native Italy honeybee
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Fig.2 The gene genealogy of haplotypes in the region 3 of csd
from the high royal jelly producing honeybees and the native Italy honeybees
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