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Abstract The experiments were conducted with Apis cerana cerana and Apis mellifera ligustica In this
study nutrtional hybridizations were carried out betw een Apis cerana cerana and Apis mellifera ligustica

Random amplified polymorphic DNA RAPD analysis was used to detect genetic diversity of the workers

which were the offspring of parent colonies and hybudization colonies The results showed that the genetic
similarity coefficient between the parent and the nutritional crossbreeding offspring tended to diminish And
some special bands were transferred mutually between Apis cerana cerana and Apis mellifera ligustica All of

these indicate the occurrence of probable gene transfer in honeybees after nutritional hybridization
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Table 2 The genetic similarity coefficient among the 6 colonies
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